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Species Gene Symbol Gene ID GenBank Accession Transcript
Human MAD2L1BP 9587 BC002904 NM_014628

About the gene

Official Symbol MAD2L1BP

Previous Symbol -

Official Full Name | MAD2LI1 binding protein

Synonyms CMT2; KIAA0110; dJ261G23.1

Location 6p21.1

Gene Type protein-coding gene

Uniprot ID Q15013

Pathway/Library others

The protein encoded by this gene was identified as a binding protein of the MAD2 mitotic arrest
deficient-like 1 (MAD2/MAD2L1). MAD?2 is a key component of the spindle checkpoint that delays the
Gene Summary onset of anaphase until all the kinetochores are attached to the spindle. This protein may interact with the
spindle checkpoint and coordinate cell cycle events in late mitosis. Alternatively spliced transcript variants
encoding distinct isoforms have been observed.
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W 2R 1T 8 R-FE B RV TH(100X) (C0222). [AIE , I 243K 5 A1 pg/mlffPuromycin (STS51). A B YL 95 5 HEK 293 T
YA ) B AR BiE 2 %293T (A BB 41 i) (C6008):  https://www.beyotime.com/product/C6008.htm .
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L00020 Control Knockout HEK293T Cells 132/
L00022 GFP Knockout HEK293T Cells 132/
0222 T - R 2 (100X) 100ml
D0508S/M i PR 2 4 4 R AR A U a0 25/100%
D7080S/M/L T7 Endonuclease I (CRISPR% 2 [ 5845 4 5 FH) 250/1250/5000U
ST551-10mg Puromycin Dihydrochloride ("M 2 %) 10mg/mlx1ml
ST551-50mg Puromycin Dihydrochloride ("M 2% %) 10mg/mlx5ml
ST551-250mg Puromycin Dihydrochloride (PP 2% %) 250mg
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